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18076119_asterids_lamiids_Lamiales_Paulowniaceae_Paulownia_tomentosa Length=1061 vs All GenBank+EMBL+DDBJ+PDB sequences (but no EST, STS,
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>gi|18076119|emb|AJ247592.1|PTO247592 Paulownia tomentosa mitochondrial
>gi[18073174|emb|AJ247604.1|LSP247604 Linum sp. Qiu96175 cox1 gene (par
>(i|3288637|emb|AJ223435.1|SPA223435 Symplocus paniculata mitochondrial ¢
>Qi|3319661|emb|AJ223436.1|HBR223436 Hevea brasiliensis mitochondrial cox|
>(i|3288527|emb|AJ223429.1|ISP223429 llex sp. Qiu 94038 mitochondrial cox!
>0i|56694473|gb|AY673030.1| Saranthe sp. Kress 96-5737 cytochrome oxidase
>Qi|56694461|gb|AY673024.1| Maranta bicolor cytochrome oxidase subunit | (co:
>Qi|3288664|emb|AJ223807.1|XMA223807 Xanthosoma mafaffa cytochrome ¢ o
>gi|18072806|emb|AJ247581.1|BAS247581 Barringtonia asiatica cox1 gene (par
>(i|3288207|emb|AJ223426.1|HCO223426 Hedychium coronarium mitochondria
>gi|18076133|emb|AJ247603.1|TER247603 Thunbergia erecta cox1 gene (partic
>gi|18076113|emb|AJ247582.1|PSE247582 Pyrola secunda cox1 gene (partial),
>gi|18076109|emb|AJ247578.1|NHI247578 Nematanthus hirsutus mitochondrial
>gi[18073178|emb|AJ247607.1|JPO247607 Jasminum polyanthum mitochondria
>gi|18073160|emb|AJ247579.1|DSE247579 Drymonia serrulata mitochondrial cc
>gi|5912285|emb|AJ007546.1|PST7546 Pistia stratiotes cox| gene, exons 1 and
>gi[18072814|emb|AJ247597.1|ASP247597 Acalypha sp. Qiu95079 mitochondri
>0i|3319694|emb|AJ223422.1|RCA223422 Rhamnus cathartica mitochondrial co
>Qi|3288556|emb|AJ223432.1|MLE223432 Maranta leuconeura mitochondrial co
>gi|18072816|emb|AJ247601.1|BPR247601 Barleria prionitis mitochondrial cox1
>Qi|3288201|emb|AJ223418.1|EMI223418 Euphorbia millii mitochondrial coxI ge
>gi|3288640|emb|AJ223437.1|SNO223437 Sanchezia nobilis mitochondrial cox|
>gi|18072818|emb|AJ247605.1|BNI247605 Breynia nivosa mitochondrial cox1 ge
>0i|3288184|emb|AJ223415.1|DPU223415 Digitalis purpurea mitochondrial cox!
>0i|56694499|gb|AY673043.1| Siphonochilus decorus cytochrome oxidase subur
>gi|18073172|emb|AJ247602.1|JAM247602 Justicia americana cox1 gene (parti
>(i|3288502|emb|AJ223419.1|HSU223419 Hebe subalpina mitochondrial cox! ge
>i|3288661|emb|AJ223427.1|VCA223427 Veronica agrestis mitochondrial coxI
>Qi|56694493|gb|AY673040.1| Musella lasiocarpa cytochrome oxidase subunit |
>gi[18076111|emb|AJ247580.1|PFO247580 Pilea fontana cox1 gene (partial), ex
>gi|18073180|emb|AJ247608.1|CSP247608 Croton sp. Qiu 94027 mitochondrial
>Qi|2642204|gb|AF029783.1| Peperomia cubensis cytochrome oxidase subunit |
>gi|18076135|emb|AJ247609.1|MNA247609 Musa nana mitochondrial cox1 gen
>(i|854347|emb|X87336.1|MTPPCOXIG P.polybotrya mitochondrial DNA endont
>gi|18073158|emb|AJ247577.1|CHE247577 Callitriche heterophylla mitochondri:
>Qi|2642202|gb|AF029782.1| Peperomia obtusifolia DNA endonuclease gene, cc
>Qi|2642200|gb|AF029781.1| Peperomia griseoargentea DNA endonuclease ger
. N > gi|3288133|emb|AJ223416.1|CSA223416 Cucumis sativus mitochondrial coxl g
>Qi|57338986|gb|AY863212.1| Rhizopus oryzae mitochondrion, complete genom
>i|48526539|gb|AY560609.1| Cryptococcus neoformans var. neoformans strain
>gi|11120063|gb|AF282396.1|AF282396 Cucumis sativus clone J7 mitochondria
>gi|29029500|gb|AY182007.1| Monoblepharella sp. JEL15 mitochondrion, compl
>Qi|2642207|gb|AF029784.1| Peperomia cubensis cytochrome oxidase subunit |
>Qi|2642208|gb|AF029785.1| Peperomia cubensis cytochrome oxidase subunit |
>Qi|57161729|emb|AJ634268.1| Kluyveromyces thermotolerans complete mitoch
>gi[1000971|dbj|D31785.1|HASMT Pichia canadensis mitochondrial DNA, compl
>gi|4160362|emb|AJ011856.1|SCE011856 Saccharomyces cerevisiae complete
>0i|243424|gb|S76641.1| al4 DNA endonuclease [Saccharomyces cerevisiae, W
>gi|13523|emb|V00694.1|MISC13 Saccharomyces cerevisiae mitochondrion CO:
>i|559273|gb|L36897.1|YSCMTCG13 Saccharomyces cerevisiae mitochondrior
>0i|243422|gb|S76640.1| Saccharomyces cerevisiae bl4 RNA maturase gene, cc
>gi|13543|emb|V00703.1|MISC23 Yeast mitochondrial oxi3 gene fragment with
>i|343915|gb|M30582.1]YSCMTRHON Yeast (S.cerevisiae) petite colonie LM9¢
>i|343787|gb|J01486.1|YSCMTCO1 Yeast (S.cerevisiae) mitochondrial cytochre
>gi|13534|emb|V00696.1|MISC16 Yeast (S. cerevisiae) mitochondrial gene for ¢\
>0i|559275|gb|L36899.1|YSCMTCG15 Saccharomyces cerevisiae mitochondrior
>(i|343795|gb|J01469.1|YSCMTCOB Yeast (S.cerevisiae) mitochondrial cob ger
>gi[21105284|gb|AF437291.1| Saccharomyces castellii strain NRRL Y-12630 mit
>0i|66473327|gb|DQ058142.1| Hanseniaspora uvarum mitochondrion, complete
>gi|57339011|gb|AY863213.1| Smittium culisetae mitochondrion, complete genol
>0i[38048949|gb|AY445918.1| Candida stellata mitochondrion, complete genome
>Qi|54312027|dbj|AB177872.1| Pleurotus ostreatus plyB gene for precursor of ple
>gi[23397380|gb|AF275271.2| Schizosaccharomyces octosporus mitochondrion,
>gi[12539616|gb|AF285261.1| Candida albicans SC5314 mitochondrion, comple
>Qi|12659398|gb|AY009433.1| Asimina triloba cytochrome oxidase subunit 1 (co:
>gi[71842143|gb|DQ087880.1| Larix potaninii cytochrome ¢ oxidase subunit | (co
>gi[71842141|gb|DQ087879.1| Larix griffithiana cytochrome ¢ oxidase subunit |
>gi[71842139|gb|DQ087878.1| Larix mastersiana cytochrome ¢ oxidase subunit |
>gi[71842137|gb|DQ087877.1| Larix gmelinii cytochrome ¢ oxidase subunit | (co»
>gi[71842135|gb|DQ087876.1| Larix occidentalis cytochrome ¢ oxidase subunit |
>gi[71842133|gb|DQ087875.1| Larix lyallii cytochrome ¢ oxidase subunit | (cox1)
>gi[71842131|gb|DQ087874.1| Larix sibirica cytochrome ¢ oxidase subunit | (cox
>gi[71842129|gb|DQ087873.1| Larix kaempferi cytochrome ¢ oxidase subunit | (c
>gi[71842127|gb|DQ087872.1| Larix decidua cytochrome ¢ oxidase subunit | (co;
>gi[71842125|gb|DQ087871.1| Larix laricina cytochrome ¢ oxidase subunit | (cox
>Qi|29497715|gb|AY159841.1| Pseudotsuga menziesii cytochrome oxidase subu
>0i[29497709|gb|AY159845.1| Larix laricina cytochrome oxidase subunit 1 (coxl)
>gi|5911784|emb|AJ007549.1|DSP7549 Dieffenbachia sp. Qiu 96007 coxl gene,
>gi|5912351|emb|AJ007553.1|SCL7553 Spathiphyllum clevelandii cox! gene, pal
>gi|5911771|emb|AJ007551.1|ASC7551 Anthurium scherzerianum coxl gene, pa
>gi|5912286|emb|AJ007550.1|PVI7550 Peltandra virginica cox| gene, partial
. >gi[1177599|emb|X94594.1|PPMCOX1 P.polybotrya mitochondrial coxl gene
m— >(i|8574752|gb|AF193966.1| Crossosoma bigelovii chytochrome oxidase subuni
= >0i|8574748|gb|AF193964.1| Tetracentron sinense chytochrome oxidase subuni
m— >Qi|8574746|gb|AF193963.1| Euptelea polyandra chytochrome oxidase subunit 1
mm—— >(i|8574742|gb|AF193961.1| Grevillea robusta chytochrome oxidase subunit 1 (¢
= >i|8574738|gb|AF193959.1| Liriodendron tulipifera chytochrome oxidase subuni
= >0i|8574734|gb|AF193957.1| Polyalthia suberosa chytochrome oxidase subunit -
m— >(Ji|8574732|gb|AF193956.1| Laurus nobilis chytochrome oxidase subunit 1 (Cox
m—— >0i|8574728|gb|AF193954.1| Austrobaileya scandens chytochrome oxidase subl
>Qi|8574724|gb|AF193952.1| Kadsura japonica chytochrome oxidase subunit 1 (
>Qi[8574722|gb|AF193951.1| Schisandra sphenanthera chytochrome oxidase sul
= >i|8574720|gb|AF193950.1| Nelumbo nucifera chytochrome oxidase subunit 1 (
>0i|8574716|gb|AF193948.1| Nuphar sp. Palmer689 chytochrome oxidase subur
m— >0i|8574714|gb|AF193947.1| Euryale sp. Palmer790 chytochrome oxidase subur
m— >0i|8574712|gb|AF193946.1| Victoria cf. amazonica chytochrome oxidase subun
= >0i|8574710|gb|AF193945.1| Ceratophyllum demersum chytochrome oxidase su
mm >0i|12659442|gb|AY009455.1| Tetracentron sinense cytochrome oxidase subuni
N >gi|12659440|gb|AY009454.1| Arisaema triphyllum cytochrome oxidase subunit
>gi[12659438|gb|AY009453.1| Schisandra henryi cytochrome oxidase subunit 1 |
m— >(i|12659436|gb|AY009452.1| Saururus chinensis cytochrome oxidase subunit 1
m— >0i|12659434|gb|AY009451.1| Ranunculus carolinianus cytochrome oxidase sub
= >gi|12659432|gb|AY009450.1| Platanus occidentalis cytochrome oxidase subuni
m— >(i|12659430|gb|AY009449.1| Grevillea robusta cytochrome oxidase subunit 1 (¢
>0i[12659428|gb|AY009448.1| Piper bicolor cytochrome oxidase subunit 1 (coxl)
m—— >0i|12659422|gb|AY009445.1] lllicium lanceolatum cytochrome oxidase subunit -
mm— >i|12659420|gb|AY009444.1| Eupomatia laurina cytochrome oxidase subunit 1
= >0i|12659418|gb|AY009443.1| Drimys winteri cytochrome oxidase subunit 1 (cox
m— >(i|12659414|gb|AY009441.1| Corydalis lutea cytochrome oxidase subunit 1 (co:
m— >(Ji|12659412|gb|AY009440.1| Cinnamomum zeylanicum cytochrome oxidase su
m >0i|12659408|gb|AY009438.1| Ceratophyllum demersum cytochrome oxidase su
= >0i|12659400|gb|AY009434.1| Austrobaileya scandens cytochrome oxidase subt
m— >0i|12659390|gb|AY009429.1| Akebia quinata cytochrome oxidase subunit 1 (co.
>0i|28195666|gb|AY166800.1| Phoenix dactylifera cytochrome ¢ oxidase subunit
m— >Qi|4103124|gb|AF020581.1|AF020581 Trochodendron aralioides cytochrome ¢




